ABSTRACT Fusarium fujikuroi isolate FUS01 is highly adapted to grow in jet fuel with predicted genes involved in hydrocarbon catabolism and carbon assimilation. The draft genome size is estimated at 49 Mb containing 18,578 proteins with high similarity to that of F. fujikuroi isolate B14.
ment with the capability of FUS01 to adapt and grow in fuel, we found genes involved in the oxidation of alkanes. These genes include the AlkB-related alkane hydroxylases CYP153 and CYP505 and the n-alkane-inducible cytochrome P-450 (13) . Information from the current genome will facilitate an understanding of the mechanisms underlying fungal adaptation to, growth in, and degradation of hydrocarbon fuels. Accession number(s). This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession number NCQQ00000000. The version described in this paper is the second version, NCQQ02000000.
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